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Amide-to-ester substitution as a stable

a Peptide

alternative to N-methylation for increasing
membrane permeability in cyclic peptides

Hosono Y. et al.

Nat Commun 14(1416), 2023.
doi: 10.1038/s41467-023-36978-z

RAX LUERENTHIHE, UCSC Prof. Scot Lokey5
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